BTN ZE  64-1(2013)

BIARICBIT B 7 3vA VAR Z X7 BB T ORBBEROMENT
HHFIE - B0 @ (AR

BEE: 374 VAR S 82 B (target of rapamyein, TOR) 1%, B4 AW OHINE O AR HIEIC BV CHULA 7
BERIEZRLZLTWAEZEAMONT NS, vaAf XFAXFTiE, TORBEFOME2HD5 LBEOF A XNK
TR A = ARHIT B, L, BARIZ OV TIE TOR 5T 0 HEERS TOR ORSHERENTIC 9 2851
RN, TIT, BARIZEITD TOR OEEEE L Ao F~ R AFEIHRICEI T A H MM % Big+, ZoAfL A
DHRE/DH, RT7 (B I vnz¥ X)) o TORMETOMOEFZRGTD E L BIZ, W29 d
#rE CO TOR WinF ORI RO ERE P~

F—U—F: IR VBN ATE, RTT, B FRE

Abstract: The target of rapamycin (TOR) protein plays a central role in cell growth of eukaryotes. Arabidopsis plants
overexpressing the TOR gene showed an increase in organ size and overall biomass. So far, there has been no report on the
isolation of TOR genes and the analysis of the function of TOR in woody plants. Thus, we undertook the study to obtain the
primary information for the elucidation of the functions of TOR regarding biomass production in trees. Here, we describe

the partial sequences of a TOR gene of Populus nigra var. italica and the pattern of its gene expression in several organs.
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Table 1. Primers used for the analysis

Name Sequence (5'-3")

TOR_OF: CATTAGCATTGAGAAAACATCTAGAGG
TOR_OR: CACTTCATCTGCAGTCATTGC
TOR_1F: CATCGAGATCGACTTGTTCG

TOR_I1R: GCGTGGAGCAATTGCATC

TOR_2F: GTTTTGATGATTTTCTAGCACAAGCTG
TOR_2R: CCGACAGTTACAAGAACTCC
TOR_3F: CACACGCTTGAAGTGTTTGG
TOR_3R: TATGCCGCAATCGATGCTTC

TOR_4F: GCAGAGTTCATGGAACATGATG
TOR_4R: CGTTGCAACTTCTCATACCATG
TOR_5F: GAAAAGAAGCATTTGCTAGGTTGC
TOR_5R: GTATACTGTGACATCACTGCTG
TOR_6F: GAGCTTACACAGGCATGG

TOR_6R: CTCCAGCAGAGTATTCACC

TOR_7F: GAACACACAAGGATAGTGTTATGG
TOR_7R: CAGATTTTCATGTGATGTGGCTTG

(3
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Fig. 1. Several regions of a TOR gene amplified from P
nigra var. italica by PCR
The numbers above the picture correspond to the
numbers in the names of primers used for PCR (Table 1).

M indicates a DNA size marker.
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Table 2. Comparison of the sequences of TOR genes

between poplar and other organisms

ERArBLA 4 Bl A (%)
(HEHx) Pt At Zm Hs DmCe Sc
PnTOR_O 272 92 69 62 46 40 -
PnTOR_1 211 92 80 71 51 44 43
PnTOR_2 320 99 77 74 52 50 50
PnTOR_3 288 93 79 66 48 45 42 -
PnTOR 4 243 94 79 75 55 52 48 54
PnTOR_H 249 99 67 62 52 53 49 48
PnTOR_6 308 88 75 72 63 57 55 59
PnTOR_7 407 100 70 71 49 46 52 48

Pt: 77wy saybruy R, At: A X)X
F, Zm: ryET=3Y, Hs: Bk, Dm: 3 7
Yawsim, Ce:frl, Sc: HEFEEE, - HHEME
EARTHGBRRYI BN L ERT,

Pt, Populus trichocarpa; At, Arabidopsis thaliana; Zm,
Zea mays:

Hs, Homo sapiens; Dm, Drosophila

melanogaster; Ce, Caenorhabditis elegans; Sc

]

Saccharomyces cerevisiae; -, no homologous region

was found
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Fig. 2. Expression levels of a TOR gene in the various
organs of P, nigra var. italica

The values represent meanstSD of three biological
replicates. The numeral with leaf shows the position of

the leaf counted from the top.




