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Detection of self-pollinated individuals in plantation forest of Cunninghamia lanceolata in the University
of Tokyo Chiba Forest
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Abstract: DNA analysis of Cunninghamia lanceolata was conducted in the University of Tokyo Chiba Forest. Analysis of two sites,
Shirojizawa and Maesawa, using 27 simple sequence repeat (SSR) markers revealed that self-pollinated full-sibs are planted in those
sites. Another individual planted in Kiyosumi Branch was also analyzed, and this tree was expected to be mother tree of the self-
pollinated full-sib family. Height and diameter at breathed height of the self-pollinated full-sib trees did not show significant
differences from other trees, i.e. open-pollinated trees. This result indicated no inbreeding depression on growth traits in this self-
pollinated full-sib family. On the other hand, segregation ratio of genotype in each locus indicated that the selection by lethal genes
has occurred in seed maturation stage and/or early germination stage.
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Table 1 SSR markers used in this study

<—7H— range (bp) HE Tv—HhH—4%"

vkl clssr01 343-375 FAM contig3078_1424A
clssr07  282-298 FAM contig16322_179A
clssr08  258-279 VIC contig1382_349B
clssr14 337-349 VIC contig25400_116B
clssr15  269-283 NED contig4417_459B
clssr16  348-384 NED contig406_1209C
clssr19 126-135 NED contig6319_250C
clssr22 153-159 PET contigd76_526D
clssr25  354-375 PET contig10192_1677D

tvhk2 clssr03 186-190 FAM contigb354 691A
clssr04 229-233 FAM contigb410_1886A
clssr06  288-298 FAM contig16147_262A
clssr09  247-255 VIC contig1997_271B
clssr10 336-354 VIC contigd728_384B
clssr18 357-363 NED contig6064_1563C
clssr20  231-240 NED contig12886_2058C
clssr27 136-148 PET contig16781_913D
clssr28 226-270 PET contig18815_185D

twhk3 clssr02  273-297 FAM contig3400_101A
clssr05  211-241 FAM contig9724_201A
clssrii 260-281 VIC contig7616_683B
clssr12 144-158 VIC contig7671_1267B
clssr13  324-344 VIC contig20158_829B
clssr17 240-258 NED contig2573_171C
clssr21 293-297 NED contig16181_.1285C
clssr24  223-238 PET contig4056_974D
clssr26  280-286 PET contig14033_236D

* Wen et al. 2013
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Fig. 3 Number of alleles found in group A and B in each marker.
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Table 2 Number of selfed individual in each site.
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Table 3 Segregation ratio of genotype in each marker
in selfed—family.

EBEFREHER

X—h— aa ab bb  x2T Fis
BirEET 14 28 14

clssr01 9 43 4 Fokokok -0.536
clssr07 2 38 16 Fokokok -0.357
clssr08 10 38 8 *ok -0.357
clssr14 13 31 12 ns -0.107
clssr1b 18 33 5 *ok -0.179
clssr16 17 27 12 ns 0.036
clssr25 14 32 10 ns -0.143
clssr06 12 27 17 ns 0.036
clssr09 39 8 *ok -0.393
clssr18 10 32 14 ns -0.143
clssr27 36 12 * -0.286
clssr02 5 36 15 *ok -0.286
clssr05 12 28 16 ns 0.000
clssrit 15 34 7 * -0214
clssr12 8 35 13 ns -0.250
clssr13 16 36 4 *okk -0.286
clssr21 7 37 12 *ok -0.321
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7L, % p < 0.1, %k p <005, *kk: p < 001, %kkk: p <
0.001
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